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HACCP Certificate of
Total Quality Food Certification Program

The Factory below has been found in compliance with the General Principles of Hygiene (GHP)
and Hazard Analysis and Critical Control Points (HACCP) set forth by

Codex Alimentarius Commission, 2020.

Factory :
Location :
Production Line No. :

Scope of Activity :

Date of Certification Decision :
Date of Issue :

Certificate Expiry Date :

I I Representative
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